In addition, we have provided an additional supplementary file containing MATLAB and C source files that can be used for calculating ∆G'(NSA). Documentation is included within the code file. Supplementary Table S5 : Limits of detections with 50% and 90% probability, and corresponding confidence intervals for assay targets from the modified YFV and DENV assays. Detection limits are listed as copy number of viral genomic RNA input per 10-µL assay. LOD and confidence intervals were determined from probit analysis, using BioStat software. N refers to the total number of replicates across all concentrations included in the probit analysis, excluding no-template control reactions. 
Supplementary

